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When it is needed to submit a huge number of different job it
is important to control them, resubmit the failed jobs etc in
the most automatic way. These are requirements typically
important in many scientific fields.

Doing this operation manually it is really time consuming,
than we build a tool in order to achieve this result.

The tool named Job Submission Tool can be used in order to
submit, control, resubmit and manage a huge set of jobs.

The tool is based on the concept of tasks: the task is a
elementary action:

For the proper monitoring of the task assignment and job termination several
parameters are associated to each task:

sThe dependencies of each task. It is possible to flag the tasks that need the
execution of a different task before its execution. (dependency): only tasks with
no dependencies or with all the tasks, from which they depend on, in the “Done™
status, can be executed.

Priority. It is possible to assign an arbitrary priority to each task. Priority is used
to select the task that has to be executed first.

sNumber of failures. When a task fails, the system logs the event in order to avoid
the resubmission of always failing tasks. It is possible to set a maximum number
of resubmissions.
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We run several tests, both in a controlled environment and

in production using the EGEE infrastructure in order to
estimate the scalability of the system

It is very easyto oJ
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